European Alternative Splicing EURASNET

Network of Excellence

EURASNET, the network of excellence on
alternative splicing has been running since
January 2006. In addition to the 30 original
research groups, 10 young investigators
have been added to the network.

EURASNET held its First International
Conference on Alternative Splicing in May
2008, in Krakow, Poland. The conference

collaborative research and
interactions with exchanges of lab
members and students between
EURASNET labs.

featured 17 international invited speakers who are experts in
the biochemistry, genomics, cell biology and clinical aspects
of alternative splicing. Bioinformatics and Media workshops
were run during the meeting.

The network has successfully established contacts with the
medical community through workshops and training on
alternative splicing and disease as well as on genetic
diagnostics. The network is also actively building
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Science Advisory Board

The NoE is supported by a scientific advisory board with members:

Jim Dahlberg (University of Madison), Witold Filipowicz (Friedrich Miescher Institute, Basel), Mariano Garcia-Blanco (Duke University), Adrian Krainer

(Cold Spring Harbor Laboratory), Michael Rosbash (Brandeis University), Rob Singer (Albert Einstein College), Joan Steitz (Yale University).
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