The monitoring of GB blight outbreaks:

mating type and genetic fingerprint
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Background

There are two mating types of the late blight pathogen Phytophthora infestans
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diseased crop. Surveys of P. infestans in GB crops over recent years have b,
shown an increase in the frequency of the A2 mating type. \_/, 10

Such changes are a potential threat as:
e Soil-borne oospores are long-lived and may result in earlier disease
e Genetic recombination improves the pathogen’s ability to adapt to control measures
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This BPC-funded project will gather more sampling, genetic fingerprinting and of each outbreak and the GB industry
detailed information on GB blight outbreaks. studies on oospore formation under GB kept informed of any increased risk of
It runs alongside the BPC ‘Fight Against conditions. At the end of each season oospore inoculum.

Blight’ (FAB) campaign with more intensive data will be collated on the likely origins
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« Amixture of mating types and many different genetic fingerprints is
strong evidence of oospore-borne infection

® Provide SCRI with samples

SCRI

® Data on each outbreak to understand primary

e Identify trends and assess risk of A2 mating
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