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Introduction

A range of splicing signals exist to regulate splicing of different genes at different times and in different
cells. Short intronic and exonic sequence elements either boost (enhancers) or limit (silencers) the use of
nearby splice sites. Splicing enhancers are also likely to function in regulation of plant genes by alternative
splicing. Although SR proteins have been widely studied in plants, little is known about splicing enhancer
signals.
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Intron splicing signals enhance mini-exon inclusion

Constitutive splicing of the potato invertase mini-exon 2 (9nt long) requires a strong branchpoint and polypyrimidine tract located
more than 50nt upstream of the mini-exon. These signals can also splice synthetic mini-exons, including mini-exons of even 1nt.
Disruption of these essential splicing signals leads to mini-exon skipping.

We have shown that intron 2 is spliced first such that exon bridging
interactions are thought to link the bp/pY tract to the 5’ splice site of A
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