Developing molecular
markers for quality traits
in red raspberry
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Results
Linking the phenotype of individual seedlings from a Glen Moy (large, pale red, moderately
sweet) and Latham (small, sweet, dark red) cross to the actual genotype, was done to
determine the genetic and environmental controls of flavonoid synthesis and ten berry weight
across three fruiting seasons and three environmental locations (one open field and two
protected sites).
Potential candidate genes related to the structural and functional synthesis of flavonoid
components, including flavonol synthase (FLS), flavonoid 3'-hydroxylase (F3'H), glutathione
S-transferase (GST), dihydroflavonol 4-reductase (DFR), O-methyl-transferase (OMT),
anthocyanin reductase (ANR) and basic
helix loop helix (bHLH), were mapped onto
the Rubus idaeus linkage map2,3. Several of
these genes were found to underlie
quantitative trait loci for quantitative and
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Glen Moy pictured from SCRI polytunnel site (left) and SCRI field site (right).
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Conclusion
These studies can lead to the development of markers which can be screened for as part of
a molecular assisted breeding strategy by identifying molecular markers linked to the quality
traits of interest through phenotypic analysis as well as using a candidate gene approach.
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